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Isolation and Identification of a Cellulolytic Bacterium

ZHOU Sicai, SHI Jiacheng, GAO Ruijia, Al Shuang, LUO Peng, WANG Zhongli, SUN Jin’
(School of Resource and Environment , Xichang University, Xichang, Sichuan 615013, China)

Abstract: In order to obtain cellulose—degrading bacteria, humus soil isused as the strain source to screen and
isolate cellulose—degrading bacteria. A cellulose degrading bacterium numbered YBX-52 is obtained from culturing
CMC-Na as the sole carbon sourceon a plate coated with soil sample diluted in a certain proportion and screening
the strain with transparent circle by Congo red staining. The filter paper enzyme activity (FPA) measured by DNS
method is 221.75 pmol/min and the carboxymethylcellulose enzyme activity (CMC) is 274.56 pmol/min when
cultured at 30 °C for 48 h in enzyme—producing medium. The YBX-52 phylogenetic tree is constructed by sequence
comparison with 16SrDNA, and identified as Bacillus thuringiensis according to its physiological and biochemical
characteristics.
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YBX-32 16.00 4.00 4.00
YBX-51 7.00 2.00 3.50
YBX-52 17.00 4.00 425
YBX-55 14.00 7.00 2.00
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YBX-32 220.04 231.17
YBX-51 207.48 219.45
YBX-52 221.75 274.56
YBX-55 112.45 151.48
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1 RREIKE

MNT749822.1 Bacillus thuringiensis strain SSRM1 16S ribosomal RNA gene partial sequence

o5 MNT704449.1 Bacillus thuringiensis strain EGI168 16S ribosomal RNA gene partial sequence

MN704422 1 Bacillus thuringiensis strain EGI102 16S ribosomal RNA gene partial sequence

YBX52

MK855409.1 Bacillus paranthracis strain KUBOTAB9 16S ribosomal RNA gene partial sequence

NR 115029.1 Agromyces cerinus subsp. cerinus 165 ribosomal RNA partial sequence

8 MH393215.1 Pseudomonas aeruginosa strain N7 165 ribosomal RNA gene partial sequence

100
MH393212.1 Pseudomonas hunanensis strain GD3 16S ribosomal RNA gene partial sequence
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