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TILLING : A Reverse Genetics Tool and Use In Plant Breeding

CHEN Bo, ZHANG Yan
(Xichang College, Xichang Sichuan 615013)

Abstract: In the last 10 years, a nontransgenic method for reverse genetics called Targeting Induced Local
Lesions In Genomes (TILLING) has been developed as a method for inducing and identifying novel genetic varia-
tion, and has been demonstrated in the model plant, Arabidopsis thaliana. Recently, TILLING has been extended
to the improvement of crop plants and shows great promise as a general method for both functional genomics and
modulation of key traits in diverse crops.
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